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SR REVEPEME IS5 & Tie—1 mRNA JE 2% b XUsE , 3 1 -
F Tie—1 $ 54 R IR, 78TO o [ 5CE T 04 1 I
WF 5T & B INK4 369 38 19 fz SCAE 4 % RNA (antisense
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B TE A B 5 i e, KA 500 4> IncRNAs 75X
BRGSO PR S 0 A/ INRUBERL | A K R R S
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IncRNAs 5 28 DY G WA G, T4%H) IncRNAs /05
— SRR E G P, TUETK - Oct4 \Nanog il Sox2 7
PRIFT 20 22 GE PR 1) I P 246 e B A O B VR T . aE—
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1l IncRNA-RoR)Z 5 Hr . Horp [ FEAMSE T Yamanaka [H )5
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