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(HE, x 400) (HE, x 400) (TEM, x 10 000) (TEM, x 10 000)

Figure 1 Pathological change of  Figure 2 Pathological change of liver Figure 3 Ultrastructure of liver  Figure 4 Ultrastructure of liver tissues
liver tissues in test group(HE, x 400)  tissues in control group (HE, x 400)  tissues in test group(TEM, x 10 000) in control group (TEM, x 10 000)
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E1 #MNRRIEFREIMSCs(x100) B2 MSCs U4 MPE R (SR A4, x 400)
Figure 1 Primary culture of MSCs in vitro (x 100) Figure 2 Positive expression of cardiac muscle
cell in MSCs labeled with BrdU (immunohistochemistry, x 400)
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B1 SEBMARAEGr-1mRNAB M RIL(RHIF X, x 400)
Figure 1 Positive expression of Egr—1 mRNA in brain tissue in each group (in situ hybridization, x 400)
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