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[(FE] BH BWITCRIFR () BEME AT 2058 (HBV ) DNA K05 D RE =35 b7 40
Kk, Fik R 2022 4 4 H—2023 4F 5 A TE B EERBGAT 85 #l LT A VE MR 4, 4 AL
SR 5 T ANERERIHIZE 85 B A AAKE ZAE X BRAH . I FHZE TR AR EE v (PCR) Kl I3 HBV-DNA
Bt 5 SR FHBGIE SsE  RS (ELISA) Al 79 20 M2 4% 2 (ALT). o -L- A 3BT (AFU ), R& A%
SA 3 (AST). & I i S5 1) (PT). 2 JFFREH0)5 (HBsAg). ZJF e Hiik (HBeAb). Z JF R M HiAK (HBsAD ),
T e BUJR (HBeAg), TR0 4TAR (HBeAb ), AR¥E HBV 5 57 2% & A A1 S8 34 43 B PE41 (HBV-DNA <
5.0 10° U/mL ; 45 i), {5 #% D1 2H (HBV-DNA 5 5.0X 10° ~ <1.0x 10* U/mL; 17 {5), " #% Ul 20 (HBV-DNA
H1.0X 10"~ <1.0x10° U/mlL; 13 4], @ #% D 2H (HBV-DNA J9 1.0 10° ~ 1.0x 10° U/mL; 10 f5]), A
[A] L3245 HBV-DNA [9 %2 s K 45 SR FHPEAG 2%, LUK HBV-DNA 5 HBeAg [ BHER 5 L4541
JFEIfietatnk 225, &% 56 Bil/h=FHEF 1 19 6] HBV-DNA FHME:, & 12k 33.93%, HBV-DNA
Fri R (4.27+0.13) X 10° U/mL; 15 Bk = PR E PR 11 1) HBV-DNA FE¥E, K 3k 73.33%, HBV-
DNA %44 (2.34+0.11) X 10° U/mL; 10 §f] HBsAg. HBeAg. HBeAb ., HBcAb ¥ FHYE B & H G 7 1) HBV-
DNA FH¥E, % 5K 70.00%, HBV-DNA 24 (1.55+£0.09) X 10" U/mL ; 4 {5l HBsAg. HBeAb 24 fH 1 i 2
o 1 4] HBV-DNA B, 46 4 %6 K 25.00% , HBV-DNA 7t 4 (9.41+0.52) X 10° U/mL. 85 1 Z i i
¥ HBV-DNA PH PR IA 5 T HBeAg BHPEZR(44.71% 11.29.41% , P<0.05), LT HE i BAYEL | IKHS 14 |
HpE D2 | s DL ALT, AFU ., AST ., PT /K P35 8 S5 T4 BRZH [ ALT (U/L) £ 29.48 +5.14 . 34.16 £5.22,
3521 4£4.69, 35.79+5.61 . 19.52+3.02, AFU(U/L) : 33.27 £4.16, 40.66 +7.03, 66.54+6.57, 92.57+12.49
b 21.48+3.27, AST(U/L) : 35.29+5.44, 50.37 +6.29 ., 75.39+8.36. 90.25+10.32 £ 19.54+5.03, PT(s) :
12.46+1.36, 13.29+1.02, 16.54+1.88 ., 20.43+£2.19 Lt 11.24+0.16,¥J P<0.05 ), K% HBV Eifil &b,
AFU, ALT, AST. PT ACEAWTH i (33 P<0.05), &5 IR X O3 75 2 WA HBV-DNA 7K,
IE R T firei 28 52 i IE ORI REFE AR AR

[EER] BT BT 4%7 DNA;  IFShfEdstn

Correlations of serum hepatitis B virus-DNA detection with liver function enzymological indicators in
patients with hepatitis B
Liu Shaofang.  Department of Clinical Laboratory, Jiexi County Hospital of Traditional Chinese Medicine, Jieyang
515431, Guangdong, China
Corresponding author: Liu Shaofang, Email: 1205568683 @qq.com

[Abstract] Objective To discuss the correlation of serum hepatitis B virus (HBV)-DNA with liver
function enzymological indicators in patients with hepatitis B. Methods The 85 patients with hepatitis B
admitted to Jiexi County Hospital of Traditional Chinese Medicine from April 2022 to May 2023 were selected
as observation group, and over the same time period, 85 healthy checkups were included as control group.
Using fluorescence polymerase chain reaction (PCR), the serum HBV-DNA load was detected. Enzyme linked
immunosorbent assay (ELISA) was used to detect alanine aminotransferase (ALT), «-L-fucosidase (AFU),
aspartate aminotransferase (AST), prothrombin time (PT), hepatitis B surface antigen (HBsAg), hepatitis B e
antibody (HBeAb), hepatitis B surface antibody (HBsAb), hepatitis B e antigen (HBeAg) and hepatitis B core
antibody (HBcAb). According to the different viral loads, hepatitis B patients were assigned to negative group
(HBV-DNA < 5.0 X 10” U/mL; 45 cases), low copy group (HBV-DNA was 5.0 X 10° to < 1.0 10* U/mL; 17 cases),
mediate copy group (HBV-DNA was 1.0X 10" to < 1.0 X 10° U/mL; 13 cases) and high copy group (HBV-DNA
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was 1.0X10° to 1.0X 10° U/mL; 10 cases). The quantitative detection results and positive detectable rates of
HBV-DNA under different serological modes were compared, as well as the positive rates of HBV-DNA and
HBeAg. The differences in liver function indicators among different groups were compared. Results Among
56 patients with HBsAg, HBeAb and HBcAb positive, 19 cases with positive HBV-DNA were detected [positive rate
of 33.93%, HBV-DNA of (4.27 £0.13) X 10° U/mL]. Among 15 patients with HBsAg, HBeAg and HBcAg positive,
11 cases with positive HBV-DNA were detected [positive rate of 73.33%, HBV-DNA of (2.34 +0.11) X 10° U/mL].
Among 10 patients with HBsAg, HBeAg, HBeAb and HBcAb positive, 7 cases with positive HBV-DNA were
detected [positive rate of 70.00%, HBV-DNA of (1.55+0.09)x 10" U/mL]. Among 4 patients with HBsAg
and HBcAb positive, one case with positive HBV-DNA was detected [positive rate of 25.00%, HBV-DNA of
(9.41+0.52) X 10° U/mL]. Among 85 patients with hepatitis B, the positive rate of HBV-DNA was significantly
higher than that of HBeAg (44.71% vs. 29.41%, P < 0.05). The levels of ALT, AFU, AST and PT in negative group,
low copy group, mediate copy group and high copy group of patients with hepatitis B were significantly higher
than those in control group [ALT (U/L): 29.48 +5.14, 34.16 £5.22, 35.21+4.69, 35.79+5.61 vs. 19.52+3.02;
AFU (U/L): 33.27+4.16, 40.66+7.03, 66.54+6.57, 92.57+12.49 vs. 21.48+3.27; AST (U/L): 35.29+5.44,
50.37£6.29, 75.39 £8.36, 90.25 £ 10.32 vs. 19.54 +5.03; PT (s): 12.46 = 1.36, 13.29 +1.02, 16.54 +1.88, 20.43 +
2.19 vs. 11.24+0.16; all P < 0.05]. Witih the higher viral loads, AFU, ALT, AST and PT were gradually increased
(all P <0.05). Conclusion Clinically, it is necessary to regularly detect the level of HBV-DNA in patients with
hepatitis B, and timely understand the viral replication and changes in liver function indicators.
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JF % 585 (hepatitis B virus, HBV ) J&GL 200 . H
LG FETRE LA 1.2426) HBV fatdied , H
FHEAA 30 JTBREILT ISR . 2T
FEE A S BB | X SR, IF T g
e bt 1T BB B 2 1 0 R I A A AR Ak, e B AR AT
Uifesz . Kl 2 bR 2 9 e s AL A48 s HBV
J5 B P8 F G0 B0 A RE R, HBV-DNA RE S e {4 Py
HBV 1 & §il 7K, IF DI RE 48 F5 RE S Bt HBV $51 45 /T
AR R T ABIF ST 2T RS I3 HBV-
DNA & skl 5 T D fede br e SR S X &R
B TE NG PRIA T I 58 1Y HE B A TS 1Y) 4 I 441k 2
% SRR

1 #&R5HE

1.1 MFRNEES B EHE 202244 A—
2023 4E 5 A ARBEIA Y 85 1] 2T AR I BF X
SN ER L 5 53 AN B R B 15 A 7 {4 A
1) 85 {9l et B (ARG 5 A AT A

L1 AbsiE O MEHBEIHFE (gt Rl
IFE BTG RE (2022 4ER) ) BRI 5 @ I bR
PORIERL ; () X B IR 3 45 TAG A R PRI IEH
1.1.2 HEBRbsdE Q© PR R & AR O Redii e ;
@ G I AN ; B Ll D Be ™ E BT ; @ 17
TERG PR o

1.1.3  RR2E  ARUFRATA B E e B2, 915

B4 75 B I 5 B PR A AR PR 2 b (RIS
20231101), At 34 2 R A5 10 32 46 5 5L 5 T 1)
T

1.2 U8 5iH DAT600 SEi 2¢O i B4 fikE
JZ I (polymerase chain reaction, PCR) 1% f Bt & ik
FNB L Ak e S R e A RS w5 H ST
7600 4= H 4 A R i R0 24 i RHE
AR ; B IR Cobas E601 HL k244 6N A 7 = %2
[GZAH] 5 STAGO R MAX 4 F 2 il ¢4 #r A [ At
SR 2R S A R TR A ]

1.3 R EE CRENTA RS E RA IE 6
JkifiL 5 mL, 7E % FfE, LA 3 500 r/min (0242
410 em) B> 10 min, BT 2 ~ 8 CokA TRTE, 7E
24 h 58RI

131 AFDIREFEFRAEI AN 254 2 (alanine
aminotransferase, ALT), K 2& % iR ¥ & il (aspartate
transaminase, AST). o-1~ 3BT ( o -T-fucosidase,
AFU ) B FHHE 6 PCRIEXT I HBV-DNA #EA T4 ,
W E 5 Fh HBV-DNA FRIES VR 51510 3.0 10,
3.0x10%.3.0%x10°,3.0x 10°, 3.0 X 10" U/mL, [&] 1%
B BE I R BA 1 R S BRI 1.0 10° U/, BH
X R K 5.0 X 10° U/mL.

132 EEMLFSARRI R FH 4 A st e o bSO
Bt LA 18] (prothrombin time, PT),

133 PR SR FH IR A e W B 56
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(enzyme linked immunosorbent assay, ELISA) %5 il 2,
JHIE 2 bR ) [ LR TSI (hepatitis B surface
antigen, HBsAg), ZHF e $iLK (hepatitis B e antibody,
HBeAb), ZHF&THPUIR (hepatitis B surface antibody,
HBsAb ). Z T e Bt (hepatitis B e antigen, HBeAg) )
LR UPR( hepatitis B core antibody , HBcAb) ], FIf
AR AR IR T 2R T

14 WEAERR O HBOA R AT B
HBV-DNA & Kl 45 5. @ %X HBV-DNA &5
HBeAg BBHIEARS 3. @ HeAO0T 2 55 A ) 25
B CHT A WA IIRESE b , )1 4H (45 51]) : HBV-
DNA<5.0 X 10* U/mL; fii#5 D141 (17 f4i]) : HBV-DNA
N 5.0x10° ~ <1.0X 10" U/mL; H1#5 BULH (13 ) -
HBV-DNA 2} 1.0 10° ~ <1.0X10° U/mL; & # N
£ (10 ) : HBV-DNA 2y 1.0 10° ~ 1.0 10° U/mLs
15 GEibs#Ab3E SRH SPSS 19.0 Gei 4R iFxt i
PEAT M. DASEL + ARt (x+s) RARFAIES
SR THEGORE, ] EBCR ] ¢ K5 THECRER
B (%) Frs R x 2 K. P<0.05 FomzRH A
giitrE .

2 #R

2.1 R WS S BRZE PR | A A —
WGB3 22 S M TG 1T 7 7 L (B P>0.05), A
k. W 1.

Fz1 MEBAMXBAN—RERIELE

1% 5 (f51]) A (%)
ZH 5 #0) =
Bk otk Blenil P (xts)
X BEZH 85 39 46 29 ~ 66 46.37+3.22
WEELH 85 45 40 28 ~ 66 46.52+3.16

2.2 N[AIE AR B ) HBV-DNA K il 25
b 56 6/ = B3 Th A 19 4] HBV-DNA
FH P, ¥ % 4 33.93% ; HBV-DNA & 12 Jy (427 +
0.13) X 10° U/mL; 15 9K = FH R FP R 11 451 HBV-
DNA P 46 H1 38 73.33%; HBV-DNA 2518 4 (2.34 +
0.11) X 10° U/mL; 10 4] HBsAg . HBeAg . HBeAb . HBcAb
PR g A Y 7 ) HBV-DNA BHE, /6 HE R
70.00% ; HBV-DNA #:24 (1.55+£0.09) X 10" U/mL;
4 5] HBsAg. HBcAb 4 FH Pk 8 25 4G 13 1 5] HBV-
DNA [ 1, #: H % 5 25.00% ; HBV-DNA & & K
(9.41+0.52) X 10’ U/mL, W% 2.,

2.3 HBV-DNA 5 HBeAg K125 5 K BHME R L4
HBV-DNA 5 HBeAg kil 55 W3 3. 85 il £ JH &

FH HBV-DNA BHPER Ny 44.719% (38/85), WA .5 T
HBeAg (29.41%(25/85) ), 2 A Geit 8 L (x =
4.262, P=0.039),
*2 AEIMEFEBEN HBV-DNA
PR 5 E B LS R LB
%  HBV-DNA

HBV-DNA &4t

2L —p
ML Bl FHECH(%)) (Ul
/N=FH 56 19(33.93)  (4.27+0.13) X 10°
K= 15 11(7333)  (2.34+0.11) x10°
HBgﬁf/‘\ffg?Eg&HB“Ah‘ 10 7(70.00)  (1.55+0.09) X 107

HBsAg. HBcAb ¥fHE 4 1(25.00)  (9.41+0.52) X 10’

1 HBV N Z T A6 EE , HBsAg N Z PSR PR, HBeAb 2
T e iths, HBsAD iy Z PR TR, HBeAg A Z AT e 38, HBcAD
J PR B AR

%3 HBV-DNA 5 HBeAg #% R L&

P ik HBeAg (f4])
(1) B B
FH 38 19 19
B 47 6 41
At 85 25 60

T s HBY L RS0 . HBeAg L e LIS

2.4 X REZH DA KOR TRl 1 3k i 45 4 O R IO B
DIREFEbnK T Lhdg AR B Rk R A5 4 A Y
AFU. ALT. AST. PT /K V-8 &b g T %o B4, HL Bl
# HBV B IRy £, AFU, ALT, AST. PT /KFEA
Wi, 22 A Gt L(F P<0.05), WL 4,
*4 WRAURFRFSHEZHEEN
BrIhaEesnk FELE: (x £5)
RpiE B

ZH 5] Hoht (i) AFU(U/L) ALT (U/L)
X R 85 19.52+3.02 2148+ 327
SIFd BItEd 45 2048+5.14 3327+ 4.16
4% D12 17 3416+522 4066+ 7.03
G ANE::| 13 3521+4.69 6654+ 6.57
[Ec AN 10 35.79+5.61 92.57 +12.49
FAE 103.400 586.510
P 0.001 0.001
28 51 ngﬁ ? ,'J;I‘j% AST (U/L) PT(s)
X HR 2 85 19.54+ 503  11.24+0.16
by 5 2 45 3529+ 544 12464136
145 D12 17 5037+ 629  13.29+1.02
TR DLl 13 7539+ 836  16.54+1.88
e L4 10 90.25+10.32  20.43+2.19
FAE 535.630 217.380
PAE 0.001 0.001

1 AFU N o -L- 2 e tr i, ALT N 24 R %E & I, AST Nk
KGRI G, PT K I 5 ]
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