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[Abstract] Objective To explore the value of detecting serum hepatitis B virus (HBV)-DNA and
immunoglobulin (Ig) in the diagnosis and disease assessment of chronic hepatitis B (CHB). Methods The
200 patients with CHB admitted to Jinan Integrated Traditional Chinese and Western Medicine Hospital from
January 2021 to January 2022 were selected as CHB group, and other 200 health examinees were selected as
control group. Polymerase chain reaction (PCR) detection was carried out in 400 subjects to determine serum
HBV-DNA, and immune scattering turbidimetry was carried out to determine Ig. The levels of above indicators
were compared between the two groups. According to the laboratory examination indicators of CHB, the patients
were divided into mild group (73 cases), moderate group (89 cases) and severe group (38 cases), the serum
HBV-DNA and Ig levels of CHB patients with different severities were compared, and Spearman correlation
analysis method was used to analyze the correlation between serum Ig and the severity and the level of
HBV-DNA in CHB patients. The patients in CHB group were treated with Entecavir, the HBV-DNA negative
conversion rate after treatment was counted, and the Ig levels of HBV-DNA negative conversion and non-negative
conversion patients before and after treatment were compared. Results The levels of serum HBV-DNA, IgA,
IgG and IgM in CHB group were higher than those in control group [HBV-DNA (X 10’ copies/mL): 6.18 +2.04
vs. 3.27+0.95, IgA (g/L): 4.03+1.21 vs. 2.65+0.83, IgG (g/L): 14.56+3.08 vs. 11.37+2.54, IgM (g/L):
1.83+0.42 vs. 2.31+0.49, all P < 0.05]. In CHB patients, the levels of serum HBV-DNA, IgA, IgG and IgM in

mild group, moderate group and severe group were significantly different, and increased as the desease severity
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increased. The levels of serum IgA, IgG and IgM in CHB patients were positively related to the disease severity and

HBV-DNA. After treatment, the levels of serum IgA, IgG and IgM in HBV-DNA negative group were lower
than those in HBV-DNA non-negative group [IgA (g/L): 2.49 £0.65 vs. 3.21 £0.73, IgG (g/L): 11.42+1.17 vs.

12.86 +1.34, IgM (g/L): 2.94+0.90 vs. 1.93 +0.64, all P < 0.05].

Conclusions The levels of serum HBV-DNA

and Ig in CHB patients are generally increased. With the aggravation of the disease, the increase of serum HBV-DNA

and g is more obvious. In CHB patients, the expression of Ig is closely related to the severity of the disease and

expression of serum HBV-DNA. In the clinical diagnosis and treatment of CHB, Ig could be used as an auxiliary

means in the evaluation of the disease condition and efficacy.
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PRifE2E (x +s) Fon, PIALIR] FL SR ¢ K56, 24 1)
FLASR T F A . P<0.05 2R BA S X,
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S G E X (3 P<0.05), RIS N, 45
bRk i . W 3.
xR3 FREFEBEEEEEEHZFEENNF

HBV-DNA F1 Ig 7K FELLE (x £5)
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