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[Abstract] Objective To investigate the relationship between methylenetetrahydrofolatereductase
(MTHFR) and methionine synthase reductase (MTRR) gene polymorphism and stroke with hyperhomocysteinemia
in Taiyuan area of Shanxi Province. Methods The 300 patients with stroke admitted to Shanxi Acupuncture
Hospital and Shanxi Bethune Hospital from January to August 2019 were selected as stroke group, and 310 healthy
subjects in the same period were selected as control group. The genotypes of MTHFR C677T, MTHFR 1298C and
MTRR 66AG were detected by polymerase chain reaction (PCR). The level of homocysteine (Hey) in 300 patients
with stroke was detected by circulating enzyme method. The 300 stroke patients with different genotypes of MTHFR
C677 polymorphism were grouped according to plasma Hey level, and the number and genotypes of patients with
Hey of 5-20 umol/L and > 20 umol/L. were analyzed. Results The proportion of MTHFR C677T gene high-risk
TT genotype in control group was lower than that of stroke group [32.6% (101/310) vs. 49.0% (147/300), P < 0.05].
The proportion of MTHFR 1298C gene high-risk CC genotype in control group was lower than that of stroke group
[1.9% (6/310) vs. 2.3% (7/300), P <0.05]. The proportion of MTRR 66AG gene high-risk genotype GG in control
group was lower than that of stroke group [7.1% (22/310) vs. 12.3% (7/300), P < 0.05]. The plasma Hcy level of
300 stroke patients with different genotypes of MTHFR C677T polymorphism was statistically analyzed, and the
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number of patients with Hey of 5-20 pmol/L was 142 (accounting for 46.7%), that of patients with Hey > 20 pmol/L

was 158 (52.7%). Among the patients with Hey > 20 umol/L, the Hey level of patients carrying TT genotype

was higher than those of patients carrying CT and CC genotypes.

Conclusions The high-risk genotype of

MTHFR gene in stroke patients is related to high level of Hey. Detecting MTHFR genotype and understanding the

distribution of folic acid in Taiyuan, Shanxi Province, can provide a reasonable dose of folic acid for clinicians to

provide a reference for the prevention of stroke.
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