* 72 - SEFAR B BRI Z4 5k 2019 4F 6 H 45 11 3545 2 0] Chin J Clin Pathol, June 2019, Vol.11, No.2

— -

‘1‘«/&\; = .

428 PRI E 5 == PP BT Al PR 70 A
e EE )

HEX GifE IME AR BEE O EH

VR BAAL - 264200 LIZR BRI , B T S DR BE A B (B A8 S0), H OS2 8 2 (T | PIMEE L PINIOMR it | 500
WEAEVEH . F#, Email : wangmingyil973@outlook.com
DOI : 10.3969/j.issn.1674-7151.2019.02.003

[FEE] BB 58T 2018 47 g i XA GH B T 24 Wil I 11 8 2% 12 g Hh Pz St Yt A >4 BE A (G )
o5 DL BRI R 3 A1 155 200 BT 25 a5, A I PR = D & BEVE R U PR 25 AR (ISR . Ak 8 RAMIERE (3 K
S AR 3 FLR SR A ERE . 2 F W EBERD) S IRG— 7 R IEAT AN T 250k W, 40
B 25 B0 S6 R AR I 10 (K-B %) A S AGERE AN Bk , #4 BESE I R S 40 = hsifiE b 323 (CLST)
2017 AFEFRUEFIEAGINZE T, ] Whonet 5.6 X0FGE 1143 M P WEGE BRARS: S R B9 404 i 251k . 8558 2018 4F
8 RIEERE I/ B 1 428 ¥k G 40, 1 3 MIARUK R & B A A BR 1A (63.1% ), i RBEER T (23.3% ), HE[E EEBAPE
HIEERTE (7.0% )0 /0 B B 25 H0R IR 45 0 B - Il R BEBR B AL BE BRI X 4T 35 3R | TR R AT 2451 >
80% , (LT S 2 | T B 2R L M A W e B0 s 1 O BURRAE 5 G e G R R Bl SR At X T T 3 2 L R
TR 2] 0 RE . 8 ZR S Bt H AR P AR A B (U AT BR BT (MRSA) P38 H 580 19.0% , B R AIKTF 2017 4F
SESHOMAERAKI A (32.2%), 4518 48 R EER A A S HERR PR IR E AR AR 73 B K T AR 2 (1)
FH G AFAEE AT TIZ TR 25 W R S IS 7045 T M0 B 244900 0 2 M A 39 7 it 2455 0 e o 22 953
7, TR Y 1) SR 24 R 5 4 A B BN DT 208 , IR B TR 2 B AR 2 A 14 FL Y

[CEIA]  PPIEER Y B PRMER w2k

ELWH  INRA R S RAR RIS (SDBJKT20180035)

Clinical analyses on distribution and drug resistance trend of 428 Gram—positive bacteria in respiratory tract
Huang Zhongyi, Ma Shuging, Sun Mei, Sun Dalin, Xie [Jie, Wang Ying. Department of Equipment, Weihai
Municipal Hospital, Weihai 264200, Shandong, China (Huang ZY); Central Laboratory, Weihai Municipal Hospital,
Weihai 264200, Shandong, China (Ma SQ, Sun M, Sun DL, Xie J, Wang Y)
Corresponding author: Wang Ying, Email: wangmingyil 973 @outlook.com

[Abstract] Objective To provide theoretical basis for clinicians to reasonably select bactericidal drugs,
the clinical distribution and drug resistance trend of gram—positive (G*) pathogenic bacteria from respiratory tract
sources in hospitals in Weihai region were analyzed. Methods The 8 hospitals in the bacterial drug resistance
monitoring network in Weihai region in 2018 (including 3 third grade A comprehensive hospital, 4 third grade A
specialized hospital, 1 second grade A hospital) carried out bacterial drug resistance surveillance with a reference of a
unified approach, applied the disc diffusion method (K-B method), automation instrument method and E test method
to perform bacterial susceptibility tests, interpreted the obtained results according to the standards in American
Clinical Laboratory Standardization Institute (CLSI) in 2017, and used Whonet 5.6 software for statistical analysis of
the distribution and drug resistance of the isolated bacteria from respiratory tract specimens. Results In 2018,
a total of 428 G* bacteria strains were isolated from the 8 hospitals. The top 3 strains were Staphylococcus aureus
(63.1%), Streptococcus pneumoniae (23.3%), and coagulase—negative Staphylococcus aureus (7.0%). The results
of drug sensitivity test of isolated bacteria showed that the drug resistance rates to erythromycin and clindamycin
of Streptococcus pneumoniae and Streptococcus pyogenes were all more than 80%, but they were highly sensitive to
fluoroquinolones, vancomycin and linezolid; the strains of Staphylococcus aureus in the isolates were not resistant to
vancomycin and linezolid. The average detection rate of methicillin—resistant Staphylococcus aureus (MRSA) in the
8 hospitals was 19.0%, significantly lower than that of staphylococcus aureus in 2017 (32.2%) in the whole country.
Conclusions  Staphylococcus aureus and Streptococcus pneumoniae are the main G pathogens isolated from the

cultures of respiratory tract specimens, and the tests of drug resistance show that the above main pathogens have a
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wide range of drug resistance. The clinicians should fully understand the local epidemiological resistance situations

of anti—bacterial drug to determine the treatment, and based on the actual local drug susceptibility test results of the

pathogenic isolate from cultivation, the corresponding antibiotics are reasonably chosen in order to achieve the purpose

of reducing the generation of drug resistant strains.
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