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[Abstract] Objective To elucidate the relationship between cytomegalovirus (CMV) infection and adverse
pregnancy outcomes in pregnant women in Guangxi, Nanning. Methods Venous samples from 62 361 pregnant
women were gathered to detect CMV-IgM by the method of enzyme—linked immunosorbent assay (ELISA). Umbilical
cord blood samples were also collected from 11 086 cases for prenatal diagnosis to check CMV-IgM. All the women
with positive results went a further step to measure the CMV-DNA by the method of PCR using samples from cord
blood, amniotic fluid, and villus tissue. The pregnant women were divided into different subgroups according to
adverse pregnancy. Results (D Prenatal care: The overall positive rate of CMV-IgM was 0.95% (594/62 361) in
pregnant women. The positive rate of CMV—-IgM was 0.83% (467/56 533) in normal pregnant women group, and it
was 0.75% (228/30 533), 0.91% (229/25 204) and 1.26% (10/796) in the first trimester, in the second trimester and
in the third trimester of pregnancy respectively. The positive rate of CMV—-IgM was 2.18% (127/5 828) in adverse
pregnant women group (2.18% vs. 0.83%, x >= 102.525, P = 0.000), and it was 1.31% (31/2 365), 2.67% (84/3 147)
and 3.80% (12/316) in the first trimester, in the second trimester and in the third trimester of pregnancy respectively.
(2 Prenatal diagnosis: The overall positive rate of CMV=DNA was 0.42% (47/11 086) in pregnant women group.



c 28 ¢ IR BENIZR 2018 4F 3 A4 10 %55 1 1] Chin J Clin Pathol, March 2018, Vol.10, No.1

The positive rate of CMV-DNA was 0.14% (5/3 687) in normal pregnant women group, and it was 0.14% (3/2 193),
0.15% (2/1 345) and 0% (0/149) in cord blood, amniotic fluid and villus tissue respectively. The overall positive rate of
CMV-DNA was 0.57% (42/7 399) in adverse pregnant women group, and it was higher than normal pregnant women
group (X > = 95.429, P = 0.000), the positive rate of CMV-DNA (0.14%) in adverse pregnant women group was higher
than that (0.57%) in healthy group (P < 0.05), and it was 0.52% (25/4 851), 0.67% (16/2 392), 0.64% (1/156) in cord
blood, amniotic fluid and villus tissue respectively. Conclusion There is high prevalence of CMV infection in

Nanning, Guangxi and there are also some vertical transmission phenomena. CMV infection were clearly associated

with adverse pregnancy outcomes.
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