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[Abstract] Objective To investigate the gene classification of the carbapenem-resistant
Enterobacteriaceae species in ordre to provide relevant evidence for prevention and control of their infection and
outbreak. Methods Eighty—-nine strains of carbapenem-resistant Enterobacteriaceae, including 69 strains of
Klebsiella pneumoniae and 20 strains of Escherichia coli, were collected from January 2012 to November 2016
in Yangxin County People's Hospital of Shandong Province; an Enterobacterial repetitive intergenic consensus—
polymerase chain reaction (ERIC-PCR) genotyping method was established for molecular epidemiological
studies. Results ERIC-PCR results showed that there were 7 genotypes (E1-E7) in carbapenem-resistant
Klebsiella pneumoniae, of which 2 genotypes (E3 and E4) in the Intensive Care Unit (ICU) Department and
Emergency Department. Besides, there were 8 genotypes (A1-A8) in the carbapenem-resistant Escherichia coli,
which were scattered in various clinical departments. Conclusion In this study, the carbapenem-resistant
Enterobacteriaceae bacteria are mainly distributed in the ICU and Emergency Department, and the carbapenem—
resistant Klebsiella pneumoniae may have a local epidemic outbreak trend.
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