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The application of MALDI-TOF MS in the clinical microbiology detection
YAN Ping , WANG Ping , WANG Xu-hui. Department of Clinical Laboratory, People's Hospital of Changji Hui
Autonomous Prefecture, Changji Hui Autonomous Prefecture 831100, Xinjiang , China

[Abstract] Objective To explore the application value of the mairix assisted laser desorption
ionization time of flight mass spectrometer (MALDI-TOF MS) in rapid detection of clinical microbiology .
Methods 525 isolation strains were collected in People's Hospital of Changji Hui Autonomous Prefecture
in the past two years, that were isolated from sputum, urine, blood, secretions and pus in clinical specimens
respectively, Among them , 225 strains of gram negative bacteria, 225 strains of gram positive bacteria,
75 strains of yeast . The MALDI-TOF MS identification results and VITEK2 Compact identification results
were compared . Results The compliance rate of MALDI-TOF MS and VITEK2 Compact, gram negative
bacteria was 96.4% (217/225), gram positive bacteria was 94.2% (212/225) , yeast was 94.7% (71/75) .
Conclusions MALDI-TOF MS technology is rapid, simple, accurate and the price is low, it will have broad
prospect of application in rapid identification of clinical common pathogenic bacteria especially in rapid
detection of critically ill patients, and took precious time for clinical treatment . However, the application of this
technology still has some limitations, it's accuracy was affected by the purity of tested bacteria and the ability in
experimental operation , and has a low accuracy for some species, the process of detection is more complex for
virus !, therefore MALDI-TOF MS technology still need a further study .

[Key words] Microbiology . matrix assisted laser desorption ionization time of flight mass spectrometer .

Rapid detection

R B BOLE R B TR AR AR, STV TR BRER (B &
(MALDI-TOF MS) LT L RER A —FFERE BN, NEGKREHARKEE . MALDI-TOF MS
BRI AR, G R A IR A MALDI-TOF MS & RB—FARLE MM EE KA, Holland 251
SEILRRREEITRELEE., BT, MawEeE &KW, FIFH MALDI-TOF MS 347 4i 7 4= 4H i Bsf T 4
BEREALEN YT, HEERRK . FHAE, Bt UBIKASFREEA R, FHREAENEISLE R






LRI BEIT 2 2016 4F 12 A% 8 %45 4§ Chinese Journal of Clinical Pathologist, December 2016, Vol.8, No.4

* 195 -

3% 2 MALDI-TOF MS 5 VITEK2 Compact
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VITEK2 Compact MALDI-TOFMS XE#%F

A ) W A%
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