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Clinical value of serum miR-200 family and miR-100 detection in ovarian cancer diagnosis
QIU Zhen-hua, WANG Mao-sheng, YANG Chang—fu, et al. Department of Clinical Laboratory, the People’s
Hospital of Gaozhou, Gaozhou 525200, China

[Abstract] Objective To study the clinical value of microRNA in the diagnosis of ovarian cancer.

Methods 149 ovarian tumor patients and 30 healthy people were collected. The expression of serum miR-
200a, miR—200b, miR-200c and miR-100 were detected by qRT-PCR, and the results were analyzed statis-
tically. Results The expression of serum miR-200a, miR-200b and miR-200c¢ in ovarian cancer patients
were all higher than that of in control group, the expression of the serum miR—100 in ovarian benign tumor pa-
tients was lower than that of in control group, and the differences all had statistical significance (Pall< 0.001).
There were no statistical significance in the differences of miR~200a, miR-200b, miR-200c¢ and miR-100
levels between ovarian benign tumor patients and control group (Pall> 0.05). The expression levels of serum
miR -200a, miR-200b and miR -200c in clear cell carcinoma patients were all higher than that of in both
serous and mucinous patients, and the differences all had statistical significance (Pall< 0.05). The expression
level of miR-200b in serous carcinomas patients was higher than that of in mucinous patients, and the expres-
sion level of miR-200c in clear cell carcinoma patients was higher than that of in endometrioid carcinomas,
and the differences all had statistical significance (Pall< 0.05). Conclusion The expression of serum miR-
200 family can be used for early diagnosis and evaluation of the curative effect and recurrent clinical value in

ovarlan cancer.
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