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[Abstract] Objective To understand the variation of clinical distribution and resistance gene of En-

terococcus , and to provide the basis for the clinical rational medication. Methods 319 strains clinical Ente-
rococcus were collected from January 2008 to May 2012. All sirains were tested, and the drug resisiant test
were detected by VITEK2 COMPACT. The resistant genes of ermB, mef and gyrA were detected by PCR. Re-
sults Among 319 strains Enterococcus, the most was Enterococcus faceium 205 strains (64.26%), the sec-
ond was Enterococcus faecalis 63 strains(19.75% ), and the others were Slstrains (15.99% ). The lowest drug
resistant rates of Enterococcus faceium and Enterococcus fuecalis were vancomycin (1.0%,1.6%), linezolid
were (3.9%,3.2% ). And the highest drug resistant rates were erythromycin (94.6%,79.4% ). The positive rates
of ermB gene and gyrA gene were 73.4%(234/319) and 67.1%(214/319) respectively. And the mef gene all
were negative. Conclusion  Analysis showed that Enteracoccus gain gyrA and ermB gene is the main reason of
Enterococcus drug resistance to fluoroquinolones and erythromycin.
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8- 975 k) 27 =¥ (bp)
F1¥  5° _TGGTATTCCAAATCCGTAATG-3 *

ermB 745
R1"™  5° -CTGTGGTATGGCGGGTAAGT-3 -
F15- 5 - —AGTATCATTAATCACTAGTG-3 -

mef 924
R1*  5- -TAAAATGGCACCGAAAG-3 -

F17-  5° -CGCGATGCACGAGCTGAAAAA-3 -
gyrA . 225
R17% 5 —ATTTCGCGTATAGCGCATGGCTG-3 -

1.6 PCRRE (1)#A DNA Ml & B FIL EH
FAETER SO Wl IEHEBB LK RS E 37 C|BE 10
min, REMA 50 pl & H B K 1 0.1 mol/L Tris

(pH=7.5)100 pl, 1B 21J5 37 CHFF 10 min, B 5L
PCR ¥ #888 , (2)PCR ¥ 38 K=y 3 7 . 48 U E
EARFLH 10 wl, PCR Master Mix 5 pl,20 pmol/L 5|
P 0.5 pl, A DNA 1.0 ul, b K B XGE K EEFR
10 Wl PCR 27 24 W3 2., 5 FH 3 B W o M Pl Tk ik
ST P 1. 5% B IR MEEE A HL vk P 80 V HLJRER
7k 50 min J5 0.5 pg/mL R4 Z BE G 2 25 min, R B
BRBEREMELE R,
2 #£R
21 MEEMNWHEE FHRELEELSEREH 319 4%
Pk H LA BR B BR B £ 2 205 ¥k (64.26%) , Hk K
EWBHEKE 63 ¥ (1975% ), #HEBHRE 17 &%
(533%) , FEXS IR 3R E 17 #:(5.33% ), REVHIRE 10
W (3.14%) , SHERE 7 ¥ (2.19%) , 25X Ima R
BRBEKEEANERPHGRBEMRNWET HER
(1.0%,1.6% ) , IR R FI 2R M8 % (3.9% ,3.2% ) M1 %
FLT(3.9%,3.2%) , TR i R RS W RLBE (94.6%,
79.4%) ; RIAEREX AT VEAR S TFEAREBE 4
BER. MRV RG24 F 575 R 84.4% . 72.2% |
94.6%.87.3% Y% TR E, Wk 3.

F3 BB E AR MR AER (%) ]

Pk i Hff;; *: sz
INCE S 3 2(1.0) 1(1.6)
) F e 8(3.9) 2(3.2)
BENT 8(3.9) 2(3.2)
Ik e % A 84(41.0) 5(7.9)
BER 46(22.4) 7(11.1)
ER YRR 173(84.4) 10(15.9)
REH 15(7.3) 15(23.8)
FHVE 179(87.3) 28(44.4)
BACFRKHER 148(72.2) 29(46.0)
Fl&F 167(81.5) 34(54.0)
AR 194(94.6) 50(79.4)
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A P T Bk A4 3 () 3 J5i HE fep

ermB 93 °C,3 min 93 C, 1 min 62 °C, 1 min 65 C,4 min 35 65 C,3 min
mef 94 °C,2 min 94 °C, 1 min 52C,1 min 72C,1 min 35 72 °C, 10 min
gyrA 94 °C,2 min %4 °C,2 min 52 %C,50 sec 72 °C,50 sec 35 72 %C,5 min
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