- 14 - SRR EIFZeE 2013 £ 3 A% 5 %% 1 3 Chinese Journal of Clinical Pathologist, March 2013,Vol.5, No.1

5K 2 17 B i e A AR R A b e e 3

s DHm FEE PR®H
f A 266003 T I, 9 B K 27 B 25 B R IS i FL R

[{EE)] Bfy THRESHEAEERPYKESREEAYERBELERRTNAEMN. FiE
D 35 {515 46 B AR A F 10 908 35 4 S bR A TR AR B DNA S BEAR , % I PCR-SABE I R 2 5t ik
%t E-45 4528 119 exon8 1 exon9 B %E 2748 AT I 6 , %o 75 2 B M AR A AT DNA JF 5130 2 #E47 B4E 5 %
FH G AL B R L EARAS B E—45 06 B R AL SR AT SPSS 12.0 G it B AT IR AT, R
35 Bl EIEfR AT A 3 FHE -4k & 1 exon8 A, R HMEF KR 8.6%(3/35),exond FkBERR
A5 R R 58 AE IR T ML A BB B ARA R, 6 450 B R A 10 8 55 A1 R R AR Hh R R R
15 E-45H5 O S RS R 4 (B 8 & Lauren AR B Rk 2 R EFLRITEE (P
¥<0.05), &it E-SHEARSSEBAL ARNETS T, HERLSEENMMLEE RHEPELE
K A SRS MBS EESEY T A AR EAXYE HRA LR TESUBHERLE &
EHEERE,

(@A) B E-5KiE A ; B A %4 ; PCR-SSCP

doi:10.3969/j.issn.1674-7151.2013.01.004

The alteration and significance of E—cadherin during the progression of gastric carcinoma
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[Abstract] Objective To explore the effect of expression of E~cadherin in the level of gene products
to gastric carcinoma’s development. Methods 35 specimens from primary site of gastric carcinoma and 10
specimens from peripheral tissues of gastric tumor were detected. And the the E-cadherin gene mutation in ex-
on8 and exon9 were screened by PCR-single strand conformationed polmorphism method, and the positive re-
sults were confirmed by DNA sequencing. The protein expression of E—cadherin in these specimens were de-
tected by immunohistochemistry. All data were analysed by SPSS 12.0 sofiware. Results In 35 specimens, 3
specimens were detected E—cadherin gene mutation in exon8, the mutation rate was 8.6% (3/35). There was
no E—cadherin gene mutation in exon9. 3 specimens E—cadherin gene mutation in exon8 were undifferentiated
specimens. E—cadherin gene mutation in 6 specimens differentiated gastric carcinoma and 10 specimens adja-
cent gastric mucosa were not detected. The different expressions of E—cadherin in gastric carcinoma and mu-
cous membrance of the gastric carcinoma, degree of tumor différentiation and Lauren types were all had statis-
tical significance (Pall< 0.05). Conclusion E—cadherin is an important gene during the process of gastric
carcinoma, significantly related with the degree of differentiation, infiltration growth,the integrity of tissue
structure of gastric cancer, and the mechanism of gene mutation. E~cadherin gene mutation is an important
factor led to the progress of gastric carcinoma.
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k3 E#EL SHER EHRER (%) HEEPE) PiH

<50 % 8 1 7 12.5

E i 12.5000 >0.05
>50 % 27 8 19 20.6
L] 28 7 21 25.0

51 0.6450 >0.05
T 7 2 5 28.6
<5cm 15 3 12 20.0

e NN 0.7000 > 0.05
>5cm 20 6 14 30.0
. KBREE 6 1 5 16.7

BERE 1.0000 >0.05
e &4 29 8 21 27.6
B 9 4 5 44.4

W 0.1920 > 0.05
FH 4 26 5 21 19.2
o i) 6 4 2 66.7

SRR 0.0270 <0.05
N R 29 5 24 17.2
N BRI 35 9 26 25.7

w5 RERER 0.0004 <0.05
R B 10 9 1 90.0
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Lauren 43 %! . 0.0005 < 0.05
RER 25 2 23 8.0
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